Human Genetics 


Volume 100 1997 


Editorial Board 


Advisory Board 


D. N. Cooper, Cardiff 
A.G. Motulsky, Seattle 

Y. Nakamura, Tokyo 

R.L. Nussbaum, Bethesda 


S.E. Antonarakis, Geneva 
A. Ballabio, Milan and Siena 
M. P. Baur, Bonn 

A. Beaudet, Houston 

T. Cremer, Miinchen 

A. Czeizel, Budapest 

C. Disteche, Seattle 

J.T. Epplen, Bochum 

C. J. Epstein, San Francisco 
M. Fraccaro, Pavia 

U. Francke, Stanford 

S. Gartler, Seattle 

K.-H. Grzeschik, Marburg 
J.G. Hall, Vancouver 

H. Hoehn, Wiirzburg 

J. Horst, Miinster 

B. Horsthemke, Essen 

P. A. Jacobs, Salisbury 

Y. W. Kan, San Francisco 
H. H. Kazazian, Jr., Baltimore 
M. Krawcezak, Cardiff 

W. Krone, Ulm 


K. Sperling, Berlin 
F. Vogel, Heidelberg 
U. Wolf, Freiburg i. Br. 


J.-M. Lalouel, Salt Lake City 
H. Lehrach, Berlin 

M. Mikkelsen, Glostrup 
O.J. Miller, Detroit 

U. Miiller, Giessen 

A. Munnich, Paris 

M. Olson, Seattle 

J. Ott, New York 

E. Passarge, Essen 

P. Propping, Bonn 

H.-H. Ropers, Berlin 

A. Schinzel, Zurich 

J. Schmidtke, Hannover 
C.R. Scriver, Montreal 
J. Spranger, Mainz 

G.R. Sutherland, North Australia 
G. Utermann, Innsbruck 
W. Vogel, Ulm 

D. Warburton, New York 
B. Wieringa, Nijmegen 
E. Wijsman, Seattle 

B. Zabel, Mainz 


Human Genetics 


Human Genetics was founded in 
1964 and published up to Vol. 30 as 
Humangenetik — Human Genetics — 
Génétique humaine 


Copyright 


Submission of a manuscript implies: that 
the work described has not been published 
before (except in the form of an abstract or 
as part of a published lecture, review, or 
thesis); that it is not under consideration for 
publication elsewhere; that its publication 
has been approved by all coauthors, if any, 
as well as by the responsible authorities at 
the institute where the work has been car- 
ried out; that, if and when the manuscript is 
accepted for publication, the authors agree 
to automatic transfer of the copyright to 
the publisher; and that the manuscript will 
not be published elsewhere in any language 
without the consent of the copyright hold- 
ers. 


All articles published in this journal are 
protected by copyright, which covers the 
exclusive rights to reproduce and distribute 
the article (e.g., as offprints), all translation 
rights as well as the rights to publish the 
article in any electronic form. No material 
published in this journal may be reproduced 
photographically or stored on microfilm, in 
electronic data bases, on video disks, etc., 
without prior written consent from the pub- 
lisher. 


_The use of general descriptive names, trade 


names, trademarks, etc., in this publication, 
even if not specifically identified, does not 
imply that these names are not protected by 
the relevant laws and regulations. 


While the advice and information in this 
journal is believed to be true and accurate 
at the date of its going to press, neither the 
authors, the editors, nor the publisher can 
accept any legal responsibility for any er- 
rors or omissions that may be made. The 
publisher makes no warranty, express or 
implied, with respect to the material con- 
tained herein. 


Special regulations for photocopies in the 
USA: Photocopies may be made for per- 
sonal or in-house use beyond the limita- 


tions stipulated under Section 107 or 108 of 
U.S. Copyright Law, provided a fee is paid. 
All fees should be paid to the Copyright 
Clearance Center, Inc., 21 Congress Street, 
Salem; MA 01970, USA, stating the ISSN 
0340-6717, the volume, and the first and 
last page numbers of each article copied. 
The copyright owner’s consent does not 
extend to copying for general distribution, 
promotion, new works, or resale. In these 
cases, specific written permission must first 
be obtained from the publisher. 


The Canada Institute for Scientific and 
Technical Information (CISTI) provides a 
comprehensive, world-wide document de- 
livery service for all Springer-Verlag jour- 
nals. For more information, or to place 
an order for a copyright-cleared Springer- 
Verlag document, please contact Client As- 
sistant, Document. Delivery, Canada Insti- 
tute for Scientific and Technical Informa- 
tion, Ottawa K1A O0S2, Canada (Tel.: (613) 
993-9251; Fax: (613) 952-8243; e-mail: 
cisti.docdel@nre.ca). 


This journal is included in the Springer 
Journals Preview Service, i.e. the tables 
of contents and BiblioAbstracts are avail- 
able via Internet several weeks before the 
new issue reaches the subscribers. Tables 


of contents are free of charge; Biblio- 
Abstracts are available for a small annual 
fee. Details can be obtained by sending an 
e-mail message containing the line help to 
SVjps@vax.ntp.springer.de. 


Printers 


Schneider Druck GmbH, 
Rothenburg ob der Tauber, Germany 


© Springer-Verlag Berlin Heidelberg 1997 


Springer-Verlag GmbH & Co. KG, 
Berlin, Germany 


Printed in Germany 


Contents of Volume 100 - 1997 


Abraham MR -—> Margolis RL 

Allan Larsen L, Grénskov K, Nérgaard- 
Pedersen B, Bréndum-Nielsen K, 
Hasholt L, Vuust J: High-throughput 
analysis of Fragile X (CGG), alleles in 
the normal and premutation range by 
PCR amplification and automated capil- 
lary electrophoresis 564 

Anagnou NP — Kosteas T 

Angeletti B — Battiloro E 

Annerén G > Arnell H 

Antonarakis SE — Bartsch O 

Antonarakis SE > Mittaz L 

Anvret M —> Lundin G 

Aquaron R — Puri N 

Arai H > Kimpara T 

Arnell H, Nemeth A, Annerén G, Dahl N: 
Progressive familial intrahepatic chol- 
estasis (PFIC): evidence for genetic het- 
erogeneity by exclusion of linkage to 
chromosome 18q21—q22 378 

Armemann J + Cowley CME 

Arranz MJ — Gutiérrez B 

Assmann G — Schulze-Bahr E 

Assum G —> Kehrer-Sawatzki H 

Aula P — Lauteala T 

Aula P — Silander K 

Aulehla-Scholz C — Dork T 

Avramopoulos D — Bartsch O 


Baden R —- Kehrer-Sawatzki H 

Badenas C — Mila M 

Baizhu —+ Huang S 

Bakker E — Oosterwijk JC 

Balakrishnan J — Hergersberg M 

Bamezai R > Kaur G 

Bamezai R — Sachdeva G 

Barbujani G — Bertorelle G 

Bardenheuer W — Lux A 

Bardien S — Ramesar RS 

Barrai I, Scapoli C, Beretta M, Nesti C, 
Mamolini E, Rodriguez-Larralde A: 
Isolation by distance in Germany 684 

Bartsch O, Hinkel GK, Petersen MB, 
Konig U, Bugge M, Mikkelsen M, 
Avramopoulos D, Morris M, Antona- 
rakis SE: A large family with subtelom- 
eric translocation t(18;21)(q23;q22.1) 
and molecular breakpoint in the Down 
syndrome critical region 669 

Basdevant A — Francke S 

Battiloro E, Angeletti B, Tozzi MC, Bruni 
L, Tondini S, Vignetti P, Verna R, 
D’ Ambrosio E: A novel double nucleo- 
tide substitution in the HMG box of the 
SRY gene associated with Swyer syn- 
drome 585 

Beck JA — Katsanis N 

Behn P — Francke S 

Beighton P > Ramesar RS 

Belloni E — Roessler E 

Beretta M — Barrai I 

Berg MH van den, Wilde AAM, Robles de 
Medina EO, Meyer H, Geelen JLMC, 
Jongbloed RJE, Wellens HJJ, Geraedts 
JPM: The long QT syndrome: a novel 
missense mutation in the S6 region of 
the KVLQT1 gene 356 


—— 


Berge Henegouwen GP van —> Sinke RJ 

Berger R > Sinke RJ 

Berkel AI —> Petry F 

Bernini LF — Harteveld KL 

Berry SM — Zheng Y-L 

Bertorelle G, Barbujani G: Expected 
effects of mass screening policies on 
the frequency of cystic fibrosis homo- 
zygotes 666 

Bertranpetit J — Gutiérrez B 

Besmond C —> Helley D 

Bettecken T — Hergersberg M 

Betti R — Urbani CE 

Bezeaud A — Helley D 

Bhutani LK —> Kaur G 

Bhutani LK — Sachdeva G 

Bianchi DW —> Zheng Y-L 

Bieber-Martig B — Klauck SM 

Bijleveld CMA — Sinke RJ 

Bischoff FZ — Shin J-C 

Black FL, Pandey JP: Evidence for 
balancing of KM, but not GM, alleles 
by heterotic advantage in South 
Amerinds 240 

Blennow E —> Kedra D 

Boccazzi C — Brusco A 

Bohm I > Dork T 

Boltshauser E > Kleinle S 

Bolund L > Brandt CA 

Bona G > Giordano M 

Booms P, Withers AP, Boxer M, Kauf- 
mann UC, Hagemeier C, Vetter U, 
Robinson PN: A novel de novo mutation 
in exon 14 of the fibrillin-1 gene associ- 
ated with delayed secretion of fibrillin 
in a patient with a mild Marfan pheno- 
typeme 195 

Borggrefe M — Schulze-Bahr E 

Borkowsky W => Hirschhorn R 

Bosco P — Cali F 

Boxer M —> Booms P 

Bragger C — Hergersberg M 

Brandt CA, Liidecke H-J, Hindkjer J, 
Strgmkjer H, Pinkel D, Herlin T, 
Bolund L, Friedrich U: A de novo 
complex t(7;13;8) translocation with 
a deletion in the TRPS gene region 
334 

Breithardt G + Schulze-Bahr E 

Brenden M + Weg-Remers S 

Breschel TS > Margolis RL 

Brilliant MH — Puri N 

Broécker F > Lux A 

Brown MD = Lell JT 

Bruckner-Tuderman L — Scheffer H 

Brun C > Mila M 

Bruni L > Battiloro E 

Brusco A, Cinque F, Saviozzi S$, Boccazzi 
C, DeMarchi M, Carbonara AO: The G4 
gene is duplicated in 44% of human 
immunoglobulin heavy chain constant 
region haplotypes 84 

Bryer A > Ramesar RS 

Brgéndum-Nielsen K — Allan Larsen L 

Budowle B > Wilson MR 

Bugge M — Bartsch O 

Bull L > Sinke RJ 

Burger R > Hergersberg M 


c XL 


Il 


Buxton RS ~ Cowley CME 
Buys CHCM — Scheffer H 


Cali F, Dianzani I, Desviat LR, Perez B, 
Ugarte M, Ozguc M, Seyrantepe V, 
Shiloh Y, Giannattasio S, Carducci C, 
Bosco P, De Leo G, Piazza A, Romano V: 
The STR252 —IVS10nt546 — VNTR7 
phenylalanine hydroxylase minihaplotype 
in five Mediterranean samples 350 

Callahan C + Margolis RL 

Calzolari E 4 Clementi M 

Carbonara AO — Brusco A 

Carducci C > Cali F 

Carles S — Desgeorges M 

Carlton VEH — Sinke RJ 

Carmo-Fonseca M —> Parreira L 

Castellvi-Bel S — Mila M 

Cervos-Navarro J > Ziihlke C 

Chabas A — Cormand B 

Chang J-G, Jong Y-J, Lin S-P, Soong 
B-W, Tsai C-H, Yang T-Y, Chang C-P, 
Wang W-S: Molecular analysis of sur- 
vival motor neuron (SMN) and neuronal 
apoptosis inhibitory protein (NAIP) 
genes of spinal muscular atrophy pa- 
tients and their parents 577 

Chang C-P > Chang J-G 

Chen F-R > Ko Y-L 

Chen W-J > Ko Y-L 

Cheng N-J > Ko Y-L 

Chevalier-Porst F + Hergersberg M 

Chiang C-W — Ko Y-L 

Chiorboli E + Giordano M 

Chu P-H > Ko Y-L 

Cinque F > Brusco A 

Clark M —> Kedra D 

Claustres M + Desgeorges M 

Clement K — Francke S 

Clementi M, Tenconi R, Forabosco P, 
Calzolari E, Milan M: Inheritance of 
cleft palate in Italy. Evidence for a 
major autosomal recessive locus 

Closs E > Lauteala T 

Col J-Y — Mornet E 

Collier D — Gutiérrez B 

Copeland D — Zheng Y-L 

Cormand B, Montfort M, Chabas A, 
Vilageliu L, Grinberg D: Genetic fine 
localization of the B-glucocerebrosidase 
(GBA) and prosaposin (PSAP) genes: 
implications for Gaucher disease 75 

Cotton RGH => Ikeda H 

Cowley CME, Simrak D, Spurr NK, 
Arnemann J, Buxton RS: The plako- 
philin 1 (PKP1) and plakoglobin (JUP) 
genes map to human chromosomes 1q 
and 17, respectively 486 

Craig JM, Kraus J, Cremer T: Removal 
of repetitive sequences from FISH 
probes using PCR-assisted affinity 
chromatography 472 

Cremer T > Craig JM 

Cui X, Li H: Discriminating between al- 
lelic and interlocus differences among 
human immunoglobulin V,,4 sequences 
by analyzing single spermatozoa 96 

Cunningham J > Lauteala T 


204 


IV 


Dahl H-HM — Ikeda H 

Dahl N > Arnell H 

D’ Ambrosio E > Battiloro E 

Davenport M > Hando JC 

David V > Jouanolle AM 

De Abreu RA — Vreken P 

De Leo G > Cali F 

Delezoide A-L — Mornet E 

Delhaas T > Sinke RJ 

Demaille J — Desgeorges M 

DeMarchi M —> Brusco A 

DeMaria MA —> Zheng Y-L 

Desgeorges M, Mégarbané A, Guittard C, 
Carles S, Loiselet J, Demaille J, 
Claustres M: Cystic fibrosis in Lebanon: 
distribution of CFTR mutations among 
Arab communities 279 

Desviat LR > Cali F 

Deuter R — Nimnnrich I 

Dianzani I > Cali F 

Dina C = Francke S 

DiZinno JA — Wilson MR 

Dobbs M — Ikeda H 

Donnai D => Roessler E 

Dork T, Dworniczak B, Aulehla-Scholz C, 
Wieczorek D, Bohm I, Mayerova A, 
Seydewitz HH, Nieschlag E, Meschede 
D, Horst J, Pander H-J, Sperling H, 
Ratjen F, Passarge E, Schmidtke J, 
Stuhrmann M: Distinct spectrum of 
CFTR gene mutations in congenital 
absence of vas deferens 365 

Drayna D > Matsumoto T 

Dryja TP, Morrow JF, Rapaport JM: 
Quantification of the paternal allele bias 
for new germline mutations in the 
retinoblastoma gene 446 

Duba H-C, Weirich HG, Weirich- 
Schwaiger H, Utermann B, Nachbaur D, 
Sdélder E, Utermann G: Chromosomal 
instability in a woman with infertility 
and two unaffected brothers: a new 
familial chromosomal breakage syn- 
drome? 431 

Ducrocq R > Helley D 

Dumanski J 4 Kedra D 

Duncan AMV — Hoag HM 

Durham-Pierre D — Puri N 

Dworniczak B — Dork T 


Eggermann K — Eggermann T 
Eggermann T, Wollmann HA, Kuner R, 
Eggermann K, Enders H, Kaiser P, 
Ranke MB: Molecular studies in 37 

Silver-Russell syndrome patients: 
frequency and etiology of uniparental 
disomy 415 

Eigel A-—> Tavassoli K 

Eiken HG + Zschocke J 

Einschenk I — Hergersberg M 

Elias S > Shin J-C 

Elion J > Helley D 

Enders H > Eggermann T 

Engel M —> Seifert M 

Engel W > Guttenbach M 

Engh G van den > Mefford H 

Estivill X — Mila M 

Evans MI > Zheng Y-L 


Fahsold R > Kehrer-Sawatzki H 
Fanands L — Gutiérrez B 
Fergelot P + Jouanolle AM 


Ferguson-Smith MA — Lee C 

Ferguson-Smith MA —> Miiller S 

Fernie BA, Hobart MJ: An unusual com- 
bined insertion/ deletion polymorphism 
in intron 10 of the human complement 
C6 gene 104 

Fischer C + Huang S 

Fisher EMC — Katsanis N 

Fisher RB — Lee € 

Forabosco P + Clementi M 

Foy CA, Rice GI, Ossei-Gerning N, 
Mansfield MW, Grant PJ: Angiotensin- 
converting enzyme (ACE) gene poly- 
morphisms in patients characterised by 
coronary angiography 420 

Francke S, Clement K, Dina C, Inoue H, 
Behn P, Vatin V, Basdevant A, Guy- 
Grand B, Permutt MA, Froguel P, 
Hager J: Genetic studies of the leptin 
receptor gene in morbidly obese French 
Caucasian families 491 

Fransson I > Kedra D 

Freimer NB — Sinke RJ 

Friedl W > Nimmrich I 

Friedl W + Wang Y 

Friedman C + Mefford H 

Friedrich U > Brandt CA 

Froguel P > Francke S 

Fukami M — Rao E 

Fukumaki Y — Furuya H 

Fukushige S > Suzuki A 

Fukushima Y —> Hatada I 

Fukuyama H — Furuya H 

Funke H > Schulze-Bahr E 

Furuichi Y + Matsumoto T 

Furuya H, Kukita Y, Nagano S, Sakai Y, 
Yamashita Y, Fukuyama H, Inatomi Y, 


Saito Y, Koike R, Tsuji S, Fukumaki Y, 


Hayashi K, Kobayashi T: Adult onset 
globoid cell leukodystrophy (Krabbe 
disease): analysis of galactosylcerami- 
dase cDNA from four Japanese 
patients 450 


Gabreéls FJM — Verrips A 
Gandon G > Jouanolle AM 
Garcia-Garcia R — Steinmiiller R 
Garcia-Heras J > Rao E 

Garrett L — Lavedan CN 

Gatchell SB > Margolis RL 
Gaudenz K — Roessler E 
Gedde-Dahl T Jr — Scheffer H 
Geelen JUMC — Berg MH van den 
Gehlken U —> Ziihlke C 

Geraedts JPM — Berg MH van den 


‘Giacanelli M > Wirth B 


Giannattasio S + Cali F 

Giordano M, Marchetti C, Chiorboli E, 
Bona G, Momigliano Richiardi P: 
Evidence for gene conversion in the 
generation of extensive polymorphism 
in the promoter of the growth hormone 
gene 249 

Giordano PC —> Harteveld KL 

Goto M + Matsumoto T 

Gough T -—> Ikeda H 

Grant PJ > Foy CA 

Greenbaum IF — McAllister BF 

Grinberg D — Cormand B 

Grgnskov K — Allan Larsen L 

Guerra LK — Weg-Remers S 

Guillamat R + Gutiérrez B 


Guillin M-C — Helley D 

Guittard C + Desgeorges M 

Gustashaw KM — Wolff DJ 

Gutiérrez B, Bertranpetit J, Collier D, 
Arranz MJ, Vallés V, Guillamat R, 
Van Os J, Fafiands L: Genetic variation 
of the 5-HT>, receptor gene and bipolar 
affective disorder 582 

Guttenbach M, Engel W, Schmid M: 
Analysis of structural and numerical 
chromosome abnormalities in sperm 
of normal men and carriers of con- 
stitutional chromosome aberrations. 
A review 1 

Guy-Grand B — Francke S 


Haberhausen G —> Peters U 

Hagemeier C — Booms P 

Hager J — Francke S 

Hahnen E > Wirth B 

Hamman RF — Sanghera DK 

Hando JC, Tucker JD, Davenport M, 
Tepperberg J, Nath J: X chromosome 
inactivation and micronuclei in normal 
and Turner individuals 624 

Hansen MF —> Schubert EL 

Harpold MM —> Taviaux S 

Harteveld KL, Losekoot M, Heister 
AJGAM, Wielen M van der, Giordano 
PC, Bernini LF: a-Thalassemia in The 
Netherlands: a heterogeneous spectrum 
of both deletions and point mutations 
465 

Harth W —> Oosterwijk JC 

Hartmann D + Weg-Remers S 

Hasholt L —> Allan Larsen L 

Hatada I, Nabetani A, Morisaki H, Xin Z, 
Ohishi S, Tonoki H, Niikawa N, Inoue 
M, Komoto Y, Okada A, Steichen E, 
Ohashi H, Fukushima Y, Nakayama M, 
Mukai T: New p57§!’? mutations in 
Beckwith—Wiedemann syndrome 681 

Hattum J van —> Sinke RJ 

Havekes LM —> Peeters AV 

Haverkamp W —> Schulze-Bahr E 

Hayashi K — Furuya H 

Heinrich U > Rao E 

Heister AJGAM — Harteveld KL 

Hellenbroich Y — Ziihlke C 

Helley D, Besmond C, Ducrocq R, Silva F 
da, Guillin M-C, Bezeaud A, Elion J: 
Polymorphism in exon 10 of the human 
coagulation factor V gene in a popula- 
tion at risk for sickle cell disease 245 

Hentsch S + Nimmrich I 

Hergersberg M, Balakrishnan J, Bettecken 
T, Chevalier-Porst F, Brigger C, Burger 
R, Einschenk I, Liechti-Gallati S, 
Morris M, Schorderet D, Thonney F, 
Moser H, Malik N: A new mutation, 
3905insT, accounts for 4.8% of 1173 
CF chromosomes in Switzerland and 
causes a severe phenotype 220 

Herlin T > Brandt CA 

Hernandez R => Parreira L 

Heuvel LPWJ van den — Verrips A 

High AS —> Lench NJ 

Higuchi M > Mittaz L 

Higuchi S + Kimpara T 

Hilbert K — Wiichner C 

Hilgert K + Seifert M 

Hindkjzr J + Brandt CA 


Z 


, 


Fl 


Hinkel GK —> Bartsch O 

Hirschhorn R, Borkowsky W, Jiang CK, 
Yang DR, Jenkins T: Two newly iden- 
tified mutations (Thr233Ile and 
Leu1l52Met) in partially adenosine 
deaminase-deficient (ADA_) individuals 
that result in differing biochemical and 
metabolic phenotypes 22 

Hoag HM, Taylor SAM, Duncan AMV, 
Khalifa MM: Evidence that skewed X 
inactivation is not needed for the pheno- 
typic expression of Aicardi syn- 
drome 459 

Hobart MJ — Fernie BA 

Horakova J, LukaSova E 525 

Hordt M — Schulze-Bahr E 

Horelli-Kuitunen N — Lauteala T 

Horii A > Suzuki A 

Horneck G, LukaSova E 

Horst J — Dork T 

Horst J — Tavassoli K 

Houwen RHJ = Sinke RJ 

Hsieh M, Tsai H-F, Lu T-M, Yang C-Y, 
Wu H-M, Li S-Y: Studies of the CAG 
repeat in the Machado-Joseph disease 
gene in Taiwan’ 155 

Hsu T-S > Ko Y-L 

Huang S, Zhuyu, Li H, Labu, Baizhu, Lo 
WHY, Fischer C, Vogel F: Another 
pedigree with pure autosomal dominant 
spastic paraplegia (AD-FSP) from Tibet 
mapping to 14q11.2-q24.3 620 


525 


Ichikawa K — Matsumoto T 
Ihara Y — Namekata K 
Ikawa S — Kimpara T 


Ikeda H, Matsubara Y, Mikami H, Kure S, 


Owada M, Gough T, Smooker PM, 
Dobbs M, Dahl H-HM, Cotton RGH, 
Narisawa K: Molecular analysis of 
dihydropteridine reductase deficiency: 
identification of two novel mutations in 
Japanese patients 637 

Imagawa M — Namekata K 

Imamura O > Matsumoto T 

Inatomi Y — Furuya H 

Inoue H => Francke S 

Inoue M => Hatada I 

Issakainen J — Silander K 

Itoyama Y — Kimpara T 


Jagell S > Sillén A 

Jain PK — Verma IC 

Jakubiczka S — Kloos D-U 

Jenkins T — Hirschhorn R 

Jiang CK — Hirschhorn R 

Jiménez D > Mila M 

Jong Y-J — Chang J-G 

Jongbloed RJE — Berg MH van den 

Jonkman MF -—> Scheffer H 

Jouanolle AM, Fergelot P, Gandon G, 
Yaouangq J, Le Gall JY, David V: 
A candidate gene for hemochromatosis: 
frequency of the C282Y and H63D 
mutations 544 

Juijn JA > Sinke RJ 

Jiilicher K — Lux A 

Juvonen V — Silander K 


Kaiser P > Eggermann T 
Kamboh MI — Sanghera DK 
Kartheuser A > Walon C 


Kataoka H + Matsumoto T 

Katsanis N, Beck JA, Fisher EMC: 
Mapping of a novel SH3 domain protein 
and two proteins of unknown function 
to human chromosome 21 477 

Kaufmann UC + Booms P 

Kaur G > Sachdeva G 

Kaur G, Sachdeva G, Bhutani LK, 
Bamezai R: Association of polymor- 
phism at COL3A and CTLA4 loci on 
chromosome 2q31-33 with the clinical 
phenotype and in-vitro CMI status in 
healthy and leprosy subjects: a prelimi- 
nary study 43 

Kedra D, Seroussi E, Fransson I, Tri- 
funovic J, Clark M, Lagercrantz J, 
Blennow E, Mehlin H, Dumanski J: 
The germinal center kinase gene and 
a novel CDC25-like gene are located 
in the vicinity of the PYGM gene on 
llql3 611 

Kehrer-Sawatzki H, Schwickardt T, 
Assum G, Rocchi M, Krone W: A third 
neurofibromatosis type 1 (NF1) pseudo- 
gene at chromosome 15q11.2 595 

Kehrer-Sawatzki H, Udart M, Krone W, 
Baden R, Fahsold R, Thomas G, 
Schmucker B, Assum G: Mutational 
analysis and expression studies of the 
neurofibromatosis type 2 (NF2) gene in 
a patient with a ring chromosome 22 
and NF2 67 

Keller KM — Sinke RJ 

Khalifa MM — Hoag HM 

Kidwai AS — Margolis RL 

Kimpara T, Takeda A, Watanabe Kk, 
Itoyama Y, Ikawa S, Watanabe M, 
Arai H, Sasaki H, Higuchi S, Okita N, 
Takase S, Saito H, Takahashi K, 
Shibahara S: Microsatellite polymor- 
phism in the human heme oxygenase-1 
gene promoter and its application in as- 
sociation studies with Alzheimer and 
Parkinson disease 145 

King RA > Puri N 

Kitao S + Matsumoto T 

Kjeronska J, LukaSova E 525 

Klauck SM, Miinstermann E, Bieber- 
Martig B, Riihl D, Lisch S, Schmotzer 
G, Poustka A, Poustka F: Molecular 
genetic analysis of the FMR-1 gene in a 
large collection of autistic patients 224 

Kleinle S, Wiesmann U, Superti-Furga A, 
Krihenbiihl S, Boltshauser E, Reichen J, 
Liechti-Gallati S: Detection and charac- 
terization of mitochondrial DNA re- 
arrangements in Pearson and Kearns- 
Sayre syndromes by long PCR 643 

Kloos D-U, Jakubiczka S, Wienker T, 
Wolff G, Wieacker P: Localization of 
the gene for Wieacker-Wolff syndrome 
in the pericentromeric region of the X 
chromosome 426 

Knol IE => Sinke RJ 

Ko L > Wolff DJ 

Ko Y-L, Ko Y-S, Wang S-M, Chu P-H, 
Teng M-S, Cheng N-J, Chen W-J, Hsu 
T-S, Kuo C-T, Chiang C-W, Lee Y-S: 
Angiotensinogen and angiotensin-I con- 
verting enzyme gene polymorphisms 
and the risk of coronary artery disease 
in Chinese 210 a 


Ko Y-L, Ko Y-S, Wu S-M, Teng M-S, 
Chen F-R, Hsu T-S, Chiang C-W, Lee 
Y-S: Interaction between obesity and 
genetic polymorphisms in the apolipo- 
protein CIII gene and lipoprotein lipase 
gene on the risk of hypertriglyceridemia 
ini Ghinescmsea 

Ko Y-S > Ko Y-L 

Kobayashi T > Furuya H 

Kofman-Alfaro S + Zenteno JC 

Koike R + Furuya H 

Komoto Y — Hatada I 

Konig U > Bartsch O 

Kosteas T, Palena A, Anagnou NP: Mole- 
cular cloning of the breakpoints of the 
hereditary persistence of fetal hemo- 
globin type-6 (HPFH-6) deletion and 
sequence analysis of the novel juxta- 
posed region from the 3” end of the 
B-globin gene cluster 441 

Kostrzewa M — Peters U 

Kostrzewa M — Steinmiiller R 

Kotze MJ — Peeters AV 

Kotze MJ, Villiers JNP de, Loubser O, 
Thiart R, Scholtz CL, Raal FJ: A double 
mutant LDL receptor allele in a Cypriot 
family with heterozygous familial 
hypercholesterolemia 101 

Kozubek M, LukaSova E 525 

Kozubek S, LukaSova E 525 

Krahenbiihl S — Kleinle S 

Krahulcova E, LukaéSova E 525 

Kraus J > Craig JM 

Kristensen T + Sanghera DK 

Krone W — Kehrer-Sawatzki H 

Kruse R > Nimmrich I 

Kruse R Wang Y 

Kukita Y — Furuya H 

Kuner R > Eggermann T 

Kuo C-T > Ko Y-L 

Kure S > Ikeda H 

Kuromitsu J — Matsumoto T 

Kglvraa S + Therkelsen AJ 


Labu — Huang S 

Lagercrantz J + Kedra D 

Lamberti C + Wang Y 

Lannoy N > Walon C 

Lantigua-Cruz A — Steinmiiller R 

Lauteala T, Horelli-Kuitunen N, Closs E, 
Savontaus M-L, Lukkarinen M, Simell 
O, Cunningham J, Palotie A, Aula P: 
Human cationic amino acid transporter 
gene hCAT-2 is assigned to 8p22 but 
is not the causative gene in lysinuric 
protein intolerance 80 

Lavedan CN, Garrett L, Nussbaum RL: 
Trinucleotide repeats 
(CGG),.TGG(CGG),43;TGG(CGG),, 
from the fragile X gene remain stable 
in transgenic mice 407 

Le Gall JY — Jouanolle AM 

Lee C, Wevrick R, Fisher RB, Ferguson- 
Smith MA, Lin CC: Human centromeric 
DNAs 291 

Lee J-S — Lundin G 

Lee Y-S — Ko Y-L 

Lell JT, Brown MD, Schurr TG, Sukernik 
RI, Starikovskaya YB, Torroni A, 
Moore LG, Troup GM, Wallace DC: 
Y chromosome polymorphisms in Na- 
tive American and Siberian populations: 


VI 


identification of Native American 
Y chromosome haplotypes 536 

Lench NJ, Telford EAR, High AS, 
Markham AF, Wicking C, Wainwright 
BJ: Characterisation of human patched 
germ line mutations in naevoid basal 
cell carcinoma syndrome 497 

Lenvoisé-Furet A — Mornet E 

Li H > Cui X 

Li H — Huang S 

Li S-H > Margolis RL 

Li S-Y — Hsieh M 

Liechti-Gallati S + Hergersberg M 

Liechti-Gallati S > Kleinle S 

Liguori M + Wirth B 

Lima MT > Weg-Remers S 

Lin'€G — Lee.C 

Lin S-P > Chang J-G 

Lisch S > Klauck SM 

Lo WHY => Huang S 

Loiselet J + Desgeorges M 

Lombardi MPR = Peeters AV 

Loos M — Petry F 

Lépez M —> Zenteno JC 

Lory P, Ophoff RA, Nahmias J: Towards 
a unified nomenclature describing volt- 
age-gated calcium channel genes 149 

Lory P — Taviaux S 

Losekoot M — Harteveld KL 

Loubser O > Kotze MJ 

Lu T-M —> Hsieh M 

Liidecke H-J — Brandt CA 

LukaSova E, Kozubek S, Kozubek M, 
Kjeronska J, Ryznar L, Horakova J, 
Krahulcova E, Horneck G: Localisation 
and distance between ABL and BCR 
genes in interphase nuclei of bone mar- 
row cells of control donors and patients 
with chronic myeloid leukaemia 525 

Lukkarinen M — Lauteala T 

Lund PM —> Puri N 

Lundin G, Lee J-S, Thunell S, Anvret M: 
Genetic investigation of the porpho- 
bilinogen deaminase gene in Swedish 
acute intermittent porphyria families 63 

Lux A, Bardenheuer W, Michael D, 
Brocker F, Jiilicher K, Vieten L, 
Michaelis S, Seeber S, Opalka B, 
Schiitte J: Identification of novel ‘ 
expressed sequence tags’ within the 
FHIT gene locus in human chromo- 
some region 3p14.2 90 

Luyten JAFM — Verrips A 


Malik N — Hergersberg M 

Mallory JP — Zschocke J 

Mamolini E > Barrai I 

Mansfield MW — Foy CA 

Marchetti C =» Giordano M 

Margolis RL, Abraham MR, Gatchell SB, 
Li S-H, Kidwai AS, Breschel TS, Stine 
OC, Callahan C, McInnis MG, Ross 
CA: cDNAs with long CAG trinucleo- 
tide repeats from human brain 114 

Markham AF — Lench NJ 

Mason B + Matsumoto T 

Matsubara Y — Ikeda H 

Matsumoto T, Imamura O, Yamabe Y, 
Kuromitsu J, Tokutake Y, Shimamoto 
A, Suzuki N, Satoh M, Kitao S, 
Ichikawa K, Kataoka H, Sugawara K, 
Thomas W, Mason B, Tsuchihashi Z, 


Drayna D, Sugawara M, Sugimoto M, 
Furuichi Y, Goto M: Mutation and hap- 
lotype analyses of the Werner’s syn- 
drome gene based on its genomic struc- 
ture: genetic epidemiology in the Japan- 
ese population 123 

Matsunuma A + Odawara M 

Mauff G + Weg-Remers S 

Mayerova A — Dork T 

McAllister BF, Greenbaum IF: How com- 
mon are common fragile sites: variation 
of aphidicolin-induced chromosomal 
fragile sites in a population of the deer 
mouse (Peromyscus maniculatus) 182 

McInnis MG > Margolis RL 

Meder J > Rao E 

Meerman GJ te > Scheffer H 

Mefford H, Engh G van den, Friedman C, 
Trask BJ: Analysis of the variation in 
chromosome size among diverse human 
populations by bivariate flow karyo- 
typing 138 

Mégarbané A — Desgeorges M 

Mehlin H > Kedra D 

Meinsma R — Vreken P 

Méndez JP — Zenteno JC 

Meretoja P — Silander K 

Mertens G > Walon C 

Mertz A — Rao E 

Meschede D —> Dork T 

Messias IJT de — Weg-Remers S 

Meulen M van der > Scheffer H 

Meyer H — Berg MH van den 

Michael D > Lux A 

Michaelis S — Lux A 

Michils G + Walon C 

Mikami H — Ikeda H 

Mikkelsen M — Bartsch O 

Mila M, Sanchez A, Badenas C, Brun C, 
Jiménez D, Villa MP, Castellvi-Bel S, 
Estivill X: Screening for FMR1 and 
FMR2 mutations in 222 individuals 
from Spanish special schools: identi- 
fication of a case of FRAXE-associated 
mental retardation 503 

Milan M — Clementi M 

Mitchell-Leef D — Shin J-C 

Mittaz L, Antonarakis SE, Higuchi M, 
Scott HS: Localization of a novel hu- 
man RNA-editing deaminase (hRED2 or 
ADARB2) to chromosome 10p15 398 

Momigliano Richiardi P + Giordano M 

Montfort M + Cormand B 

Moore LG => Lell JT 

Morisaki H — Hatada I 


‘Mornet E, Muller F, Lenvoisé-Furet A, 


Delezoide A-L, Col J-Y, Simon-Bouy 
B, Serre J-L: Screening of the C677T 
mutation on the methylenetetrahydrofo- 
late reductase gene in French patients 
with neural tube defects 512 

Morris M -> Bartsch O 

Morris M > Hergersberg M 

Morrow JF — Dryja TP 

Moser H — Hergersberg M 

Muenke M —> Roessler E 

Mukai T > Hatada I 

Muller F + Mornet E 

Miiller O + Nimmrich I 

Miiller S, Rocchi M, Ferguson-Smith MA, 
Wienberg J: Toward a multicolor chro- 
mosome bar code for the entire human 


karyotype by fluorescence in situ hy- 
bridization 271 
Miiller U — Peters U 
Miiller U — Steinmiller R 
Miinstermann E — Klauck SM 


Nabetani A — Hatada I 

Nachbaur D + Duba H-C 

Nagano S — Furuya H 

Nagase S — Suzuki A 

Nahmias J — Lory P 

Nakayama M —> Hatada I 

Namekata K, Oyama F, Imagawa M, Ihara 
Y: Human transferrin (Tf): a single 
mutation at codon 570 determines 
Tf Cl or Tf C2 variant 457 

Nargeot J — Taviaux S 

Narisawa K — Ikeda H 

Nath J — Hando JC 

Nemeth A > Arnell H 

Nesti C — Barrai I 

Neves H => Parreira L 

Nevin NC => Zschocke J 

Ngounou P —+ Walon C 

Nguyen DD — Shin J-C 

Nielsen A — Therkelsen AJ 

Nieschlag E > Dork T 

Niikawa N — Hatada I 

Nimmrich I, Friedl W, Kruse R, Pietsch S, 

Hentsch S, Deuter R, Winde G, Miller 

O: Loss of the PLA2G2A gene ina 

sporadic colorectal tumor of a patient 

with a PLA2G2A germline mutation and 

absence of PLA2G2A germline alter- 

ations in patients with FAP 345 

Nolte D — Peters U 

Nussbaum RL — Lavedan CN 

Nergaard-Pedersen B — Allan Larsen L 


Odawara M, Matsunuma A, Yamashita K: 
Mistyping frequency of the angiotensin- 
converting enzyme gene polymorphism 
and an improved method for its avoid- 
ance 163 

Ogata T > Rao E 

Ohashi H —> Hatada I 

Ohishi S > Hatada I 

Ohuchi N > Suzuki A 

Okada A => Hatada I 

Okita N — Kimpara T 

Ommen G-JB van > Oosterwijk JC 

Oosterwijk JC, Richard G, Wielen MJR 
van der, Vosse E van de, Harth W, 
Sandkuijl LA, Bakker E, Ommen G-JB 
van: Molecular genetic analysis of two 
families with keratosis follicularis spi- 
nulosa decalvans: refinement of gene 
localization and evidence for genetic 
heterogeneity 520 

Opalka B > Lux A 

Ophoff RA — Lory P 

Ossei-Gerning N > Foy CA 

Owada M = Ikeda H 

Oyama F > Namekata K 

Ozguc M —> Cali F 


Palena A > Kosteas T 

Palotie A + Lauteala T 

Pander H-J — Dork T 

Pandey JP > Black FL 

Parreira L, Telhada M, Ramos C, Hernan- 
dez R, Neves H, Carmo-Fonseca M: 


The spatial distribution of human im- 
munoglobulin genes within the nucleus: 
evidence for gene topography indepen- 
dent of cell type and transcriptional 
activity 588 

Passarge E > Dork T 

Pearson PL —> Sinke RJ 

Peeters AV, Van Gaal LF, Plessis L du, 
Lombardi MPR, Havekes LM, Kotze 
MJ: Mutational and genetic origin of 
LDL receptor gene mutations detected 
in both Belgian and Dutch familial 
hypercholesterolemics 266 

Perez B > Cali F 

Permutt MA —> Francke S 

Peters U, Haberhausen G, Kostrzewa M, 
Nolte D, Miiller U: AFX/ and p54": 
fine mapping, genomic structure, and 
exclusion as candidate genes of X- 
linked dystonia parkinsonism 569 

Petersen MB —> Bartsch O 

Petry F, Berkel AI, Loos M: Multiple 
identification of a particular type of 
hereditary Clq deficiency in the Turkish 
population: review of the cases and ad- 
ditional genetic and functional analysis 
51 

Petzl-Erler ML — Weg-Remers S 

Piazza A — Cali F 

Pickartz H —> Ziihlke C 

Pietsch S — Nimmrich I 

Pihko H = Silander K 

Pinkel D — Brandt CA 

Plessis L du — Peeters AV 

Ploos van Amstel H-K — Sinke RJ 

Polanskey D — Wilson MR 

Pollmann H — Tavassoli K 

Poustka A — Klauck SM 

Poustka F — Klauck SM 

Propping P + Wang Y 

Puri N, Durham-Pierre D, Aquaron R, 
Lund PM, King RA, Brilliant MH: 
Type 2 oculocutaneous albinism 
(OCA2) in Zimbabwe and Cameroon: 
distribution of the 2.7-kb deletion allele 
of the Pgene 651 


Raal FJ — Kotze MJ 

Ramesar RS, Bardien S, Beighton P, Bryer 
A: Expanded CAG repeats in spinocere- 
bellar ataxia (SCA1) segregate with 
distinct haplotypes in South African 
families 131 

Ramos C — Parreira L 

Ranke MB — Eggermann T 

Rao E, Weiss B, Fukami M, Mertz A, 
Meder J, Ogata T, Heinrich U, Garcia- 
Heras J, Schiebel K, Rappold GA: 
FISH-deletion mapping defines a 
270-kb short stature critical interval in 
the pseudoautosomal region PARI on 
human sex chromosomes 236 

Rapaport JM — Dryja TP 

Rappold GA — Rao E 

Raschke H — Wirth B 

Ratjen F > Dork T 

Rehfeldt IR + Weg-Remers S 

Reichen J -> Kleinle S 

Replogle J — Wilson MR 

Rice GI — Foy CA 

Richard G — Oosterwijk JC 

Robinson PN — Booms P 


Y 


Robles de Medina EO > Berg MH van 
den 

Rocchi M > Kehrer-Sawatzki H 

Rocchi M > Miiller S 

Rodriguez-Larralde A — Barrai I 

Roessler E, Ward DE, Gaudenz K, Belloni 
E, Scherer SW, Donnai D, Siegel- 
Bartelt J, Tsui L-C, Muenke M: Cyto- 
genetic rearrangements involving the 
loss of the Sonic Hedgehog gene at 
7q36 cause holoprosencephaly 172 

Romano V -> Cali F 

Ross CA > Margolis RL 

Ross HL = Shin J-C 

Rubie C > Schulze-Bahr E 

Rudnik-Sché6neborn S + Wirth B 

Ruelfs C — Wang Y 

Riihl D > Klauck SM 

Ryznar L, LukéSova E 525 

Sachdeva G > Kaur G 

Sachdeva G, Kaur G, Bhutani LK, 
Bamezai R: Genetic variations at the 
T cell receptor y locus in circulating 
peripheral blood mononuclear cells of 
clinically categorised leprosy patients 
30 

Saito H + Kimpara T 

Saito Y > Furuya H 

Sakai Y — Furuya H 

Sanchez A > Mila M 

Sandkuijl LA > Oosterwijk JC 

Sanghera DK, Kristensen T, Hamman RF, 
Kamboh MI: Molecular basis of the 
apolipo- protein H ($,-glycoprotein I) 
protein polymorphism 57 

Sasaki H — Kimpara T 

Satoh M —> Matsumoto T 

Satomi S > Suzuki A 

Saviozzi S  Brusco A 

Savontaus M-L —> Lauteala T 

Savontaus M-L —> Silander K 

Saxena R > Verma IC 

Scapoli C — Barrai I 

Schaaff F > Zitihlke C 

Scheffer H, Stulp RP, Verlind E, Meulen 
M van der, Bruckner-Tuderman L, 
Gedde-Dahl T Jr, Meerman GJ te, 
Sonnenberg A, Buys CHCM, Jonkman 
MF: Implications of intragenic marker 
homozygosity and haplotype sharing in 
a rare autosomal recessive disorder: 
the example of the collagen type XVII 
(COL17A1) locus in generalised at- 
rophic benign epidermolysis bullosa 
230 

Scherer SW — Roessler E 

Schiebel K > Rao E 

Schmid M — Guttenbach M 

Schmidtke J + Dork T 

Schm6tzer G + Klauck SM 

Schmucker B — Kehrer-Sawatzki H 

Schneider PM — Weg-Remers S 

Scholtz CL — Kotze MJ 

Schorderet D — Hergersberg M 

Schubert EL, Strong LC, Hansen MF: A 
splicing mutation in RB1 in low pene- 
trance retinoblastoma 557 


‘Schubert T > Ziihlke C 


Schulze-Bahr E, Haverkamp W, Wedekind 
H, Rubie C, Hérdt M, Borggrefe M, 
Assmann G, Breithardt G, Funke H: 


Vil 


Autosomal recessive long-QT syndrome 
(Jervell Lange-Nielsen syndrome) is 
genetically heterogeneous 573 

Schurr TG —> Lell JT 

Schtitte J Lux A 

Schwartz S > Wolff DJ 

Schwarz E > Weg-Remers S 

Schwickardt T + Kehrer-Sawatzki H 

Schwinger E > Ziihlke C 

Scott HS > Mittaz L 

Seeber S > Lux A 

Seib T > Seifert M 

Seifert M, Theisinger B, Engel M, Seib T, 
Seitz G, Stolte M, Hilgert K, Welter C: 
Isolation and characterization of new 
microsatellites at the nm23-H1 and 
nm23-H2 gene loci and application for 
loss of heterozygosity (LOH) analysis 
Sil) 

Seitz G > Seifert M 

Seroussi E > Kedra D 

Serre J-L — Mornet E 

Seydewitz HH — Dork T 

Seyrantepe V — Cali F 

Shibahara S — Kimpara T 

Shiloh Y > Cali F 

Shimamoto A + Matsumoto T 

Shin J-C, Ross HL, Elias S, Nguyen DD, 
Mitchell-Leef D, Simpson JL, Bischoff 
FZ: Detection of chromosomal aneu- 
ploidy in endometriosis by multi-color 
fluorescence in situ hybridization 
(FISH) 401 

Siegel-Bartelt J - Roessler E 

Silander K, Meretoja P, Pihko H, Juvonen 
V, Issakainen J, Aula P, Savontaus M-L: 
Screening for connexin 32 mutations in 
Charcot-Marie-Tooth disease families 
with possible X-linked inheritance 391 

Sillén A, Jagell S, Wadelius C: A mis- 
sense mutation in the FALDH gene 
identified in Sj6gren-Larsson syndrome 
patients originating from the northern 
part of Sweden 201 

Silva F da > Helley D 

Simell O > Lauteala T 

Simon-Bouy B — Mornet E 

Simpson JL — Shin J-C 

Simrak D > Cowley CME 

Sinaasappel M — Sinke RJ 

Sinke RJ, Carlton VEH, Juijn JA, Delhaas 
T, Bull L, Berge Henegouwen GP van, 
Hattum J van, Keller KM, Sinaasappel 
M, Bijleveld CMA, Knol IE, Ploos van 
Amstel H-K, Pearson PL, Berger R, 
Freimer NB, Houwen RHJ: Benign re- 
current intrahepatic cholestasis (BRIC): 
evidence of genetic heterogeneity and 
delimitation of the BRIC locus to a 
7-cM interval between D18S69 and 
D18S64 382 

Smaers M — Walon C 

Smooker PM —> Ikeda H 

Sdlder E — Duba H-C 

Sonnenberg A —> Scheffer H 

Soong B-W — Chang J-G 

Sperling H — Dork T 

Spurr NK — Cowley CME 

Starikovskaya YB — Lell JT 

Steenbergen- Spanjers GCH — Verrips A 

Steichen E — Hatada I 

Steinberger D — Steinmiiller R 


Vil 


Steinmiiller R, Lantigua-Cruz A, Garcia- 
Garcia R, Kostrzewa M, Steinberger D, 
Miiller U: Evidence of a third locus in 
X-linked recessive spastic paraplegia 
287 

Stine OC > Margolis RL 

Stolte M — Seifert M 

Strong LC — Schubert EL 

Stromkjer H — Brandt CA 

Stuhrmann M — Dork T 

Stulp RP —> Scheffer H 

Sugawara K + Matsumoto T 

Sugawara M — Matsumoto T 

Sugimoto M + Matsumoto T 

Sukernik RI > Lell JT 

Superti-Furga A — Kleinle S 

Suzuki A, Fukushige S, Nagase S, Ohuchi 
N, Satomi S, Horii A: Frequent gains 
on chromosome arms 1|q and/or 8q in 
human endometrial cancer 629 

Suzuki N + Matsumoto T 


Takahashi K — Kimpara T 

Takase S > Kimpara T 

Takeda A — Kimpara T 

Tavassoli K, Eigel A, Pollmann H, Horst 
J: Mutational analysis of ectopic factor 
VIII transcripts from hemophilia A 
patients: identification of cryptic splice 
site, exon skipping and novel point 
mutations 508 

Taviaux S, Williams ME, Harpold MM, 
Nargeot J, Lory P: Assignment of hu- 
man genes for $2 and $4 subunits of 
voltage-dependent Ca** channels to 
chromosomes 10p12 and 2q22-q23 
151 

Taylor SAM — Hoag HM 

Telford EAR —> Lench NJ 

Telhada M — Parreira L 

Tenconi R + Clementi M 

Teng M-S > Ko Y-L 

Tepperberg J — Hando JC 

Tessarolo D > Wirth B 

The European Consortium on MEN1: 
Linkage disequilibrium studies in multi- 
ple endocrine neoplasia type 1 (MEN1) 
657 

The European Consortium on MEN1: 
Mapping of the gene encoding the B56B 
subunit of protein phosphatase 2A 
(PPP2RSB) to a 0.5-Mb region of 
chromosome 11q13 and its exclusion as 
a candidate gene for multiple endocrine 
neoplasia type 1 (MEN1) 481 

Theisinger B — Seifert M 

Therkelsen AJ, Nielsen A, Kglvraa S: 
Localisation of the classical DNA satel- 
lites on human chromosomes as deter- 
mined by primed in situ labelling 
(PRINS) 322 

Thiart R > Kotze MJ 

Thomas E — Verma IC 

Thomas G —> Kehrer-Sawatzki H 

Thomas W — Matsumoto T 

Thonney F — Hergersberg M 

Thunell S > Lundin G 

Tokutake Y — Matsumoto T 

Tondini S —> Battiloro E 

Tonoki H > Hatada I 

Torroni A > Lell JT 

Tozzi MC — Battiloro E 


Trask BJ — Mefford H 
Trifunovic J — Kedra D 
Troup GM — Lell JT 

Tsai C-H > Chang J-G 

Tsai H-F — Hsieh M 
Tsuchihashi Z — Matsumoto T 
Tsui L-C — Roessler E 

Tsuji S > Furuya H 

Tucker JD — Hando JC 


Udart M — Kehrer-Sawatzki H 

Ugarte M — Cali F 

Urbani CE, Betti R: Supernumerary nip- 
ples occurring together with Becker’s 
naevus: an association involving one 
common paradominant trait? 388 

Utermann B — Duba H-C 

Utermann G — Duba H-C 


Vallés V — Gutiérrez B 

Van Dyke DL > Wolff DJ 

Van Gaal LF > Peeters AV 

Van Gennip AH —> Vreken P 

Van Kuilenburg ABP — Vreken P 

Van Os J > Gutiérrez B 

Vatin V > Francke S 

Vera C > Zenteno JC 

Verellen-Dumoulin C + Walon C 

Verlind E — Scheffer H 

Verma IC, Saxena R, Thomas E, Jain PK: 
Regional distribution of B-thalassemia 
mutations in India 109 

Verna R — Battiloro E 

Verrips A, Steenbergen- Spanjers GCH, 
Luyten JAFM, Wevers RA, Wokke JHJ, 
Gabreéls FJM, Wolthers BG,Heuvel 
LPWJ van den: Exon skipping in the 
sterol 27-hydroxylase gene leads to 
cerebrotendinous xanthomatosis 284 

Vetter U — Booms P 

Vieten L — Lux A 

Vignetti P > Battiloro E 

Vilageliu L — Cormand B 

Villa MP + Mila M 

Villiers JNP de > Kotze MJ 

Vogel F > Huang S 

Vosse E van de > Oosterwijk JC 

Vreken P, Van Kuilenburg ABP, Meinsma 
R, De Abreu RA, Van Gennip AH: 
Identification of a four-base deletion 
(del TCAT 596399) in the dihydropyrimi- 
dine dehydrogenase gene with variable 
clinical expression 263 

Vuust J > Allan Larsen L 


‘Wadelius C > Sillén A 


Wainwright BJ + Lench NJ 

Wallace DC = Lell JT 

Walon C, Kartheuser A, Michils G, 
Smaers M, Lannoy N, Ngounou P, 
Mertens G, Verellen-Dumoulin C: 
Novel germline mutations in the APC 
gene and their phenotypic spectrum in 
familial adenomatous polyposis kin- 
dreds 601 

Wang S-M —> Ko Y-L 

Wang W-S => Chang J-G 

Wang Y, Friedl W, Lamberti C, Ruelfs C, 
Kruse R, Propping P: Hereditary non- 
polyposis colorectal cancer: causative 
role of a germline missense mutation in 
the hMLHI gene confirmed by the inde- 


pendent occurrence of the same somatic 
mutation in tumour tissue 362 

Wapner RJ — Zheng Y-L 

Ward DE —> Roessler E 

Watanabe K — Kimpara T 

Watanabe M —> Kimpara T 

Wedekind H — Schulze-Bahr E 

Weg-Remers S, Brenden M, Schwarz E, 
Witzel K, Schneider PM, Guerra LK, 
Rehfeldt IR, Lima MT, Hartmann D, 
Petzl-Erler ML, Messias IJT de, Mauff 
G: Major histocompatibility complex 
(MHC) class III genetics in two Amer- 
indian tribes from Southern Brazil: The 
Kaingang and the Guarani 548 

Weirich HG — Duba H-C 

Weirich-Schwaiger H — Duba H-C 

Weiss B > Rao E 

Weiss L > Wolff DJ 

Wellens HJJ — Berg MH van den 

Welter C > Seifert M 

Wessel K => Ziihlke C 

Wevers RA = Verrips A 

Wevrick R > Lee C 

White W > Wolff DJ 

Wicking C — Lench NJ 

Wieacker P > Kloos D-U 

Wieczorek D > Dork T 

Wielen M van der — Harteveld KL 

Wielen MJR van der > Oosterwijk JC 

Wienberg J > Miiller S 

Wienker T — Kloos D-U 

Wiesmann U —> Kleinle S 

Wilde AAM -> Berg MH van den 

Willard HF + Wolff DJ 

Williams JM —> Zheng Y-L 

Williams ME —> Taviaux S 

Wilson MR, Polanskey D, Replogle J, 
DiZinno JA, Budowle B: A family 
exhibiting heteroplasmy in the human 
mitochondrial DNA control region 
reveals both somatic mosaicism and 
pronounced segregation of mitotypes 
167 

Winde G > Nimmrich I 

Winterpacht A — Wiichner C 

Wirth B, Tessarolo D, Hahnen E, Rudnik- 
Schéneborn S, Raschke H, Liguori M, 
Giacanelli M, Zerres K: Different enti- 
ties of proximal spinal muscular atrophy 
within one family 676 

Withers AP + Booms P 

Witzel K — Weg-Remers S 

Wokke JHJ — Verrips A 

Wolf U: Identical mutations and pheno- 
typic variation 305 

Wolff DJ, Gustashaw KM, Zurcher V, 
Ko L, White W, Weiss L, Van Dyke 
DL, Schwartz S, Willard HF: Deletions 
in Xq26.3—q27.3 including FMR1 result 
in a severe phenotype in a male and 
variable phenotypes in females depend- 
ing upon the X inactivation pattern 
256 

Wolff G > Kloos D-U 

Wollmann HA > Eggermann T 

Wolthers BG — Verrips A 

Wu H-M => Hsieh M 

Wu S-M => Ko Y-L 

Wiichner C, Hilbert K, Zabel B, Winter- 
pacht A: Human fibroblast growth fac- 
tor receptor 3 gene (FGFR3): genomic 


sequence and primer set information for 


7 gene analysis 215 
Xin Z — Hatada I 


~ Yamabe Y — Matsumoto T 
_ Yamashita K — Odawara M 
~ Yamashita Y > Furuya H 
Yang C-Y — Hsieh M 
~ Yang DR => Hirschhorn R 
Yang T-Y — Chang J-G 
gi — Yaouanqg J — Jouanolle AM 


_ Zabel B > Wiichner C 


- Zenteno JC, Lopez M, Vera C, Méndez 
; JP, Kofman-Alfaro S: Two SRY-nega- 
2 

z 


tive XX male brothers without genital 
ambiguity 606 

Zerres K > Wirth B 

Zhen DK —> Zheng Y-L 

Zheng Y-L, Zhen DK, DeMaria MA, 
Berry SM, Wapner RJ, Evans MI, 


Copeland D, Williams JM, Bianchi DW: 


Search for the optimal fetal cell anti- 
body: results of immunophenotyping 
studies using flow cytometry 35 

Zhuyu — Huang S 

Zschocke J, Mallory JP, Eiken HG, Nevin 
NC: Phenylketonuria and the peoples of 
Northern Ireland 189 

Ziihlke C, Hellenbroich Y, Schaaff F, 


Gehlken U, Wessel K, Schubert T,-— —~ 


Announcements 


Ix 


Cervos-Navarro J, Pickartz H, 
Schwinger E: CAG repeat analyses 

in frozen and formalin-fixed tissues 
following primer extension preampli- 
fication for evaluation of mitotic insta- 
bility of expanded SCA1 alleles 339 


Zurcher V > Wolff DJ 


148, 290, 489, 685 


Indexed in Current Contents 


and Index Medicus 


re 


TH 1 
ul Ses 
ie he 

* vityte 


* 
te< 


7a 
= a A ond 
a) eel mined Fal 


7" Se |g al bAb 3 .% : : . 
06 AO _— 
ig 


